1\ AR
I B £ 5140 5 SC RS

Archives of Clinical Metabolomics

X 18 7 15 o ‘
) BioNovoGene AMBER T EYEA B RAF]



- A

Al

1[[13

PREFACE

RFAFZERAERAFMEQRAFZHIRREE, NEMERFABEAHIHITEE. EEDH,
FEMRNRZAEN D FRE/NT 1000 WRRMEND FIR, HIHAEHYSEREREZWBIENX
AR A N, BRRAEYFRIAMED.

EER, RFHFHAR CELRE, Devaux FATFT LML 70 FAE KB EAHILE D75 90
FAREH, MEERAFRIRE, Oliver F 1997 FRHEAWAFZNME, MEERFAENHIERE
1999 [ Nicholson FAEL, BEEREAFHR ZNATI2HERK. A THiEEdN. Brftisd
FHREZLSZEFEMRFRIA, R T EMRFSENERFHNERLES,

RBAF B XM ERR MRS H TR 2R, IFHERREXN—HEERY, MET]
PRTERVAR LIRS T RS LB R BAVREE, IRHE LEpERER, FughARBEm s
HAFRRPIERRAK. B 1999 FLUK, BELXRNAHEAFM RN XEREE UGN, TFRE
KOXELANTIAHAZ 75 7T SH—MHBEYIRCY), AW —FMBAE5RE, HERAN
BT 2 B A BB EER.

IRARAHAFRARHEFRERNIRRARAZ—, BERHAFERNNAIE. B, ImRAH
PFHNETEATBURSEYFHIEREWEARAFRARS IRRKRERISEHETr ABE SN EH AT
8, HEmTL. FHRIZERSTSAEEARMEFSIRREFNES, UREAXEERRKID
ARTERFERRK. &HFRFETARAFERKEINRRTIARS R, WHRESIERARETE
KHRFTIRENTE,



5K

ARSI
FERSAFHMRER /01
BARECSIAA R BE /03

AT BRI
ERAEAFHARDE /05
BREFIEATAICSIAE S TR BEE /07

D ERBHEF
DIMERBRBEFHRBE /09
ARSI SIA TR B /11

R B ERGIRR O AF
MHRBEATHATRE /13
RARBIEFHABE /15

CONTENTS

HERFRRHAEF
PIMEERAFARBE /17
EHARERSAFHABE /19

EFERAHAT
PERLBIAS TR B /21

AR ACSAFHR B /23

RERSAF
RERRBSIAF AR /25
RERRERMERSASLHABE /27



H$%%T%EM2H$?EH71AJE%

Title: A Large-Scale, Multicenter Serum Metabolite Biomarker Identification Study for the Early Detection of Hepatocellular

Carcinoma
Hepatology 2018 IF: 14.97
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Ping Luo, et al. A Large-Scale, Multicenter Serum Metabolite Biomarker Identification Study for the Early Detection of Hepatocellular Carcinomal.
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Title: Metabolic biomarker signature to differentiate pancreatic ductal adenocarcinoma from chronic pancreatitis
Gut 2018 IF: 17.943
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Julia Mayerle, Holger Kalthoff, Regina Reszka, et al. Metabolic biomarker signature to differentiate pancreatic ductal adenocarcinoma from chronic

pancreatitis[J]. Gut, (IF=17.943).2018.
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Title: Identification of serum metabolites associating with chronic kidney disease progression and anti-fibrotic effect of
5-methoxytryptophan
Nature Communications 2019 IF: 11.878
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Dan-Qian Chen, et al. Identification of serum metabolites associating with chronic kidney disease progression and anti-fibrotic effect of
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Title:
Nature Medicine 2018 IF: 30.641
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Molecular phenomics and metagenomics of hepatic steatosis in non-diabetic obese women
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Hoyles L, Fernandez-Real, J.M, Federici, M. Molecular phenomics and metagenomics of hepatic steatosis in non-diabetic obese women[J]. Nat Med.
(IF=30.641). 2018.
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Title: Impact of chronic dietary red meat, white meat, or non-meat protein on trimethylamine N-oxide metabolism and
renal excretion in healthy men and women
European Heart Journal 2019 IF: 23.24
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Title: An Interleukin-23-Interleukin-22 Axis Regulates Intestinal Microbial Homeostasis to Protect from Diet-Induced
Atherosclerosis
Immunity 2018 IF: 21.52
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Title: Host-Microbe-Drug-Nutrient Screen Identifies Bacterial Effectors of Metformin Therapy
CellL 2018 IF: 36.216
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Title: Plasma proteome and metabolome characterization of an experimental human thyrotoxicosis model

BMC Medicine 2017 IF: 8.285

| FRREEN

fe FRBRAER (TSH) MBS EURARER (FT4) BUNEZR AN FIRERIRER AT . 0T TR RBRIDBERYH BYSNE VAR
PFFRIEAMEK S FTA BXNERES, RINEFKRPSRETERTFLERNRHEFURERAT, D@l 65 7
B 63 MERQR, BRHSME FT4 BEEX, 15 M FHRFEAVERBXT TSH & FT4 8515 BAIER TR
RERBZR TR #ITAR 20 RIFAITIUN (AUC=0.86), EEHI FT4BX(E S REFFHSREEHAEIEN, NARFEAWHAHHEILRE,
FEEBBNIKTER, MEARZEAMRMEAFKTAS. #—PHXKANRERFG T ENEITERIENE, HRTH

FUALO M EZR 2 BIRVEX R R8T 1S 1 — AR R R K TR SLIL AT,

| AR B

B R

PALIIE ST

N ( ) N O
16 2 RREFEEMEANES L IGERIBIR S E AR # 4% (ROC)
TEERRERZRATT 8 A, DR E{=E| RGN LRI EY
R (bas) JESEE A
47 (W4)T4) 8/ (W8)T4)
128 (W12) 168 (W16)
dinEA

L J L J L

ER 2

| ZRET

ImPRBERMTE

BELL-T4 4 AE, FT4M FT3 NIEERE D517 28.6pmol/L 7 9.19pmol/L, SEMBRIMENEG—H. FIESHET
KIE LTARNGRIET 4 BREBWK. RITHA—DIFET —LEARPTAXNM TH 1515, WEHRESER, ARERE CNARFEM
PEBIR I, —ARRI, LT4877 SHFH B=EINIMASERS T, MMENRSHRLIFBEERT. IMAAFC3HC45

FT4 2 EEEZEMNEHER,

G
- ©
S =
= = o = =
= o = =24 =
5 @] - B g"__"— gn
E - E E
E E =] BT B
B 24 2 iis g ik g
o o W W e
= T oo | £ m @ o
[ g - e F
$ o : % %
G £ o | 2 ey 5
[ %" ER=
~
= @ =
T T T T T = T T T T T T T T T T T T T T T
8 2 i
2 =
is = 8 ] EXR
= [= =1 o 8] T =
e 3 Eg \\ oS o
£ Q-5 5 53
] = £ £ S
ag T 2 K k-]
I ® o g 2] o
w -
UE g gﬁ_
ER s Lot Qo
o
w =1
T T T T < T T T T T ? T T T T T g T T T T T
W = - ™ =] w i T W™ w w - par o™ w o = o ™ w
R SRR - . ittt R Al it B it Pt Rt 8 it - [ T .
&8 B £ ® ¥ 8 B o @ 4 LK £ = @ 4 £ B T oz
- o0 - o - o - w0
Eitte : = [ 38 Eithe

BRMAXWE
%ﬁilNé\)oGene

1 ASERIBIFmE A L 28K




Hg4AE | ERAFHRN

A LT4 87 RN S ESREREZRL 7 MRAEYAH, BEET 349 M UEIEHIHRY 65 # (19%), H
th 45 M5 FT4 2IEMEX, 20 M58 FT4 28X AXNEYARTENAEYZES], ETERMEXEEYE:E
FT4 18X FRIRAERD. LR DNLIT RS BREEEER (FFA). BUEAMR (ACS). ZNBAASHER (PUFA). AMBEAS (LP)
A ZR.

FEARANITER, SE5RMRKIHMELDRKRIAL FT4 BRAMFT KT, XELXMELEIRER, M52, &%
UEPASSIONE FRBRSBEIR 1 7 MR FP AR MR B E A BIKT, 328 TH SIRREBIIRIRE I, EEEIRREKT LtBR2a0itt.

Complemant swnm

A acids
and relaed compounds

o —
—— s g S L
Sanowe o e ;
(e 0 7P O OB (O WA
1

a8 Fmcepe,
o g o Yaceore e crerabes ol ik ¢

STt i st ety e e

inkn SRk |
hoerasscnrykholos |LRC]
Vdoomabenseropigioarphoaphebolne (22 8017

e !
2-wtyhaanscam 3 |

1-pakmbnjghtensl (1 rmanaaeein] | i e
o i e b . AT-ch Inbarmclive Comain-Cortaining ot 4

444
,

£
F

o [T

o,
M
.
N

2ORBMMAMLIRAE R MRS FT4 AE 3ORAMNAMEIREAMRERS FT4 AE

TN B IA BRI BERY E DR S

TR R X IIES IR TN AM D e, MMATFEERR k FRXXEIEEMEMEH BN AMBZ . X
EJLXL_JJ ROC HHZRBINE, Ib5h, XBREFEMN S EZAVPRDESHEERBES, UEX ERRZE FT48X0 ?EPE’J—/J\QH
YIRS, KRBT EE 15 MAEYMNEQRNIIR, EPE 30 REIESITHRIDHREN RIFp D £I%RE, AAERT A
FRIEFUN TH RZSBIE SRV EYAR S

4-amino-
2-hydroxybutyrate
decanoylcarnitine

10
L

08
L

- glutamylvaline

06
L

actanoylcarnitine

True positive rate

0.4
L

CADH5
FHRS
- glutamylleucine

02
L

0o

L]
| ]
| |
]
hexanoylcarnitine [ ]
L]
]
]
threonate [ ]
laurylcarnitine [ ]
cysteine m False positive rate
F13B ]

Lum [m]

y—glutamylmethionine | [ §

vasN | O
T T T T T T v v v v
05 10 15 20 075 08B0 085 08 085 1.00

weighted mean importance area under the curve

4. TN X EE 7 =P EABISMHET D EDTIRLLER

| &k

Pietzner, et al. Plasma proteome and metabolome characterization of an experimental human thyrotoxicosis model. BMC Medicine(IF:8.285). 2017.

X B KW

BioNovoGene



Antidepressant-Like Effects of Cistanche tubulosa Extract on Chronic Unpredictable Stress Rats Through Restoration of Gut
Microbiota Homeostasis
Frontiers in Pharmacology 2018 IF=3.845
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Yang L, et al. Antidepressant-Like Effects of Cistanche tubulosa Extract on Chronic Unpredictable Stress Rats Through Restoration of Gut Microbiota
Homeostasis.Frontiers in Pharmacology(IF=3.845)2018.
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Title: The gut microbiome from patients with schizophrenia modulates the glutamate-glutamine-GABA cycle and
schizophrenia-relevant behaviors in mice
Science Advances 2019 IF=12.804
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Zheng P.,et al. The gut microbiome from patients with schizophrenia modulates the glutamate-glutamine-GABA cycle and schizophrenia-relevant

behaviors in mice. Science Advances (IF=12.804).2019.
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Gut microbiome and serum metabolome alterations in obesity and after weight-loss intervention
Nature Medicine 2017.1F=30.641
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Ruixin Liu,et al., Gut microbiome and serum metabolome alterations in obesity and after weight-loss intervention. Nature Medicine (IF=30.641).2017.
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Functional Metabolomics Characterizes a Key Role for N-Acetyl-neuraminic Acid in Coronary Artery Diseases
Circulation 2018 IF=19.309
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Lei Zhang,et al. Functional Metabolomics Characterizes a Key Role for N-Acetyl-neuraminic Acid in Coronary Artery Diseases. Circulation(IF=19.309).
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Title: Metabolomics Reveals Effect of Zishen Jiangtang Pill, a Chinese Herbal Product on High-Fat Diet-Induced Type 2
Diabetes Mellitus in Mice
Frontiers in Pharmacology 2019 IF: 3.831
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Jianping Chen, et al. Metabolomics Reveals Effect of Zishen Jiangtang Pill, a Chinese Herbal Product on High-Fat Diet-Induced Type 2 Diabetes Mellitus
in Mice .Frontiers in Pharmacology (IF:3.831) .2019.
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Title: Study on chemical constituents of herbal formula Er Miao Wan and GC-MS based metabolomics approach to
evaluate its therapeutic effects on hyperuricemic rats
Journal of Chromatography B2019 IF: 2.813
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Bixia Huang, et al. Study on chemical constituents of herbal formula Er Miao Wan and GC-MS based metabolomics approach to evaluate its therapeutic

effects on hyperuricemic rats. Journal of Chromatography B (IF:2.813). 2019.
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